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Abstract

Objective: To explore the network relationship between the active components of Compound
Shuangjin granules and urinary calculi through network pharmacology, and to explore the me-
chanism of action of compound Shuangjin granules. Methods: The effective components and cor-
responding targets of Compound Shuangjin granules were screened by TCMSP and BATMAN-TCM.
The targets of urinary calculi disease were obtained from GeneCards, DisGeNET, OMIM and Drug-
bank databases. Venny2.1, an online software platform, was used to draw the intersection target
Venn diagram of drugs and diseases. Metoscape database was used for gene ontology function (GO)
and Kyoto Encyclopedia of Genes and Genomes (KEGG) pathway enrichment analysis for intersec-
tion targets. Construct PPI network through STRING online database and import Cytoscape3.9.1 to
obtain core target. Draw the active ingredient-target network via Cytoscape3.9.1. Results: There
were 129 active components of Compound Shuangjin granules, which acted on 502 targets. There
were 743 disease targets and 70 disease and drug intersection targets. Core targets include tumor
necrosis factor (TNF), vascular endothelial growth factor A (VEGFA), nuclear factor erythrocyte
2-associated factor 2 (NFE2L2), interleukin-6 (IL6), interleukin-1 (IL1B), etc. In BP, GO enrich-
ment analysis is mainly the biological process of cells to oxidative stress, reactive oxygen species,
lipids, etc. In CC, it is the cell localization of cell membrane, membrane microregion, membrane
raft and other structures. In MF, it is the molecular function of adrenergic receptors, cytokines, li-
gand-activated transcription factors and so on. KEGG enrichment analysis mainly included fluid
shear stress and atherosclerosis, AGE-RAGE, cancer, calcium signaling pathways, tumor necrosis
factor and other pathways. Conclusion: The active components of Compound Shuangjin granules
may act on urinary calculi through various pathways related to oxidative stress and inflammation.
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2.1. EANEFRIEM RS &R iFE

W 2 R AR W 6 (TCMSP), X7 RER T 11 MR (&ERE. &, Fal
BLRE. SR, AR, A2 HEL AR B5E. A F) BT, ik sriE N OB > 30%. DL >0.18.
TR R IR SE R, TR I S B AR AR R 1, J@3d Uniprot 2[R % (https://www. uniprot.org/)# #E b 2
FHF AR O R B R . (R TCMSP 3 e AN & &35 1 BB 52, DRI IS iR 2 4 AL AR 15 B0 it

T.E(BATMAN-TCM) [3], X575 X4kt Hi 4y 2 wheh 25(& 261 BE)HAT 04T, /0 rksilEy Score
cutoff =20, P <0.05.

2.2. EFNEFRIATTHRALS QB ERLRBTN

L“urolithiasis ™ kidney stone ™ ureteral calculus”>y <48 1] 73 %1l GeneCards (https://www.genecards.org/)
DisGeNET (https://www.disgenet.org/). OMIM (https://omim.org/). Drugbank (https://go.drugbank.com/) %
PR ZAH R BR L . TEIE Venny2.1.0 7EZF- 6 2l 43 BUR, 153 52 07 XU MORE 25 0 M B 7y B i 5
PRIHE UK AC SRR i, ROV AE R I AE A, BTN Y 70 MR
2.3. EFNETRIATT UK RE AR KRR 7 KR 2T

H1d Cytoscape3.9.1 B HEE “ T2 — VE TR - PIREE RL” ML I, RIS SEAT 3 b 0 B 45 21 2057 W
SRURLIATT A PR 28 4540 1 9% S i P s 7 P Ao
24. EHAR - EARMEE(ERAML(PPI)AE

jEt STRING % P2 (https://cn.string-db.org/) ¥ &5 1 HAE M 4%, K T A9 #E £ 70 >SNz
P, BRI A 4 N5 SN Cytoscape3.9.1 it CytoNCA BEAT RN 4T, 7k Hi 8 75 W4 ki VA I 7 1k
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Figure 1. Intersection of drug and disease targets

B 1 ) - R RE

Figure 2. Active ingredient-target network diagram (note: Al - A8 two taste of Chinese traditional medicine ingredients, B1
- B5 many kinds of traditional Chinese medicine common composition, BMG, cogongrass rhizome, BS: radix paeoniae alba,
BX: Bian storage, CQC, plantain, DKZ: winter sun, GC: licorice, GG: puerarin, HJS: sea sands, QM: dianthus superbus, SW:
herba pyrrosiae, ZQ: orange, YHS: (Note: A1-A8 common constituents, B1-B5 common constituents, Polygonum aviculare,
Polygonum aviculare, Polygonum aviculare, CQC: plantago, DKZ: DKZ, glycyrrhiza, GG: Radix glycyrrhiza, HIS: Haijin-
sha, QM: Qu Mai, SW: Shi Wei, ZQ: Fructus aurantii, YHS: Rhizoma Corydalis. The shape, size and shade changes in the
figure are determined by Degree value)

2. FEMRRS - BRMEECE: AL-A8 RIRPAEBRSY, B1-B5 ZIRHZAHARS, BMG: BF IR, BS: B2,
BX: m&, CQC: %AiE, DKZ: &£%F, GC: HE, GG: Bi#R, HIS: &0, QM: BXE, SW: A%, ZQ:
%, YHS: R, EFRIRA/ . BBREZ{LE Degree BIRE)
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Figure 4. GO enriched column diagram and bubble diagram
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